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EDITORIAL
Health	in	Context:	COVID-19	Pandemic
Syed	Muhammad	Imran	Majeed,	Rehma	Ahsan	Gilani

As	the	corona	virus	infection	rates	soar	around	the	world,	it	remains	to	be	seen	whether	the	resurgent	second	
wave	will	have	the	same	fatality	rate.	The	1918-20	Spanish	flu	came	in	three	waves,	during	which	it	killed	at	least	
30	million	people	across	the	globe,	with	some	historians	quoting	the	figure	at	100	million,	making	it	more	

1,2deadly	than	the	total	number	of	military	and	civilian	deaths	that	resulted	from	World	War	I. 	The	increase	in	
lethality	was	assumed	to	be	due	to	natural	selection	or	random	antigenic	drift,	accumulated	by	the	virus	in	its	

3initial	first	wave,	that	allowed	the	virus	to	evade	existing	immunity	from	previous	infections. 	Korber	et	al.	in	
their	study	has	shown	an	amino	acid	change	in	the	severe	acute	respiratory	syndrome	coronavirus	2	(SARS-CoV-
2)	spike	protein,	D614G.	This	variant	of	SARS-CoV-2,	containing	G614,	is	now	dominant	in	many	places	around	
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the	world. 	Based	on	 the	evidence	 collected	 from	 thousand	COVID-19	 cases	 in	 the	United	Kingdom,	 the	
authors	have	generated	a	hypothesis	that	reason	for	rapid	spread	of	G614	is	that	it	is	more	infectious	than	

4,5 5
D614. 	Patients	infected	with	viruses	containing	G614	had	higher	levels	of	virus	RNA. 	In	vitro	experiments	

6,7,8yielded	 high	 titers	 for	 G614	 in	 pseudo	 viruses. 	 However,	 implications	 of	 this	 preliminary	 data	 on	 the	
transmission	 patterns,	 disease	 presentation,	 vaccine	 and	 therapeutic	 development	 remain	 to	 be	 seen.
Another	aspect	of	this	pandemic	is	the	global	focus	upon	breaking	the	chain	of	transmission	since	the	cause	of	
this	crisis	is	viewed	primarily	as	an	infectious	disease.	But	the	story	of	COVID-19	is	not	so	simple.	Two	categories	
of	disease	are	interacting,	infection	with	Severe	Acute	Respiratory	Syndrome	Coronavirus	2	(SARS-CoV-2)	and	
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Non-Communicable	 Diseases	 (NCDs). 	 The	 clustering	 of	 these	 diseases	within	 existing	 health	 inequalities	
among	 socially	disadvantaged	and	 low-income	groups	has	amplified	 the	adverse	effects	of	each	 separate	
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disease.	Thus,	COVID	-19	is	not	just	an	epidemic 	but	syndemic,	a	term	coined	by	Merrill	Singer,	an	American	
medical	anthropologist.	It	is	a	synergistic	epidemic	characterized	by	aggregation	of	two	or	more	concurrent	
disease	clusters	that	adversely	interact	and	affect	each	disease	trajectory,	resulting	in	an	exacerbation	of	the	

11prognosis	 and	 burden	 of	 disease. 	 It	 appears	 that	 SARS	 CoV-2	 patients	 in	 older	 age	 group,	with	 chronic	
comorbidities	like	diabetes	mellitus	and	hypertension	and	belonging	to	less	advantage	social	strata	racial	and	
ethnic	minorities,	tend	to	suffer	with	more	severe	multisystem	inflammatory	syndrome.	Therefore,	successful	
containment	 of	 SARS-CoV-2	 requires	 an	 urgent	 attention	 to	 NCDs	 and	 socioeconomic	 inequities.
On	a	positive	note,	this	pandemic	has	initiated	a	great	human	pause.	The	introspection,	experienced	during	the	
lockdown,	has	made	us	review	the	very	basics	of	the	way	we	perceive	and	practice	healthcare.	It	has	made	us	
wiser	to	execute	our	social	contract	by	practicing	a	more	socially	conscious	medicine.	Today,	in	a	post-COVID	
world,	humanity	stands	at	crossroads.		In	words	of	Robert	Frost:	“Two	roads	diverged	in	a	wood,	and	I	took	the	

12ones	less	travelled	by,	and	that	has	made	all	the	difference.”

Editor-in-Chief
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